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Amendments to the Claims : 

This listing of claims will replace all prior versions, and listings, of claims in the 
application: 

Listing of Claims : 

1-8. (Cancelled) 

9. (Currently Amended) [A] An isolated polypeptide with at least 30% sequence 
identity to the polypeptide of Seq. ID No. 2 and comprising greater than fifty amino 
acids in length and modified in order to have a composition selected from ene-ef the 
following: at least 5-15 mole % methionine, at least 6-25 mole % threonine, and at 
least 4-9 mole % tryptophan , or a combination thereof : wherein the % sequence 
identity is based oh the entire sequence and is determined by BLAST 2.0 using 
default parameters. 

1 0. (Currently Amended) [A] An isolated polypeptide comprising Seq. ID No. 2 or 
4 that has been modified to substitute contain covon or moro non-native essential 
amino acid residues at seven or more positions corresponding to the positions in 



Seq. ID No. 2 selected from 1, 8, 11, 17, 18, 19, 20, 22, 23, 31, 34, 38, 40, 41, 47, 
49, 56, 58, 59, 60, 61, 62, 63, 65, 67. 69, 73, 75, 76, 78, 79, 81, or 82 er 



identity is dotcrm ta ed by B l ast 2.0 ucing default p a rameter s -wherein native residues 
are those in the unsubstituted sequence . 

11-18. (Cancelled) 




that th e po l ypeptide ha s a t le ast 30' 
| . I D No. 2 or A, whor e in th e per c e nt 
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19. (Currently Amended) [A] An isolated polypeptide comprising Seq. ID No. 2 
that has been modified to contain two or more substitutions modifications, paid two 
or moro modifications c o rresponding to positions i n Sog. I D Mo. 2 selected from the 
group consisting of: 

H18A, H18I, H18L, H18V, H18M, N19K, N19T, L20M, L20I, L20V, E23T, 
E23K, S31T, S32K, E34K. E34T, V38M. V38I, V38L, L40M, L40I, L40V, 
Q41K, Q41T, Q47K, Q47T. I49M, I49I, I49L, I49V, I56K, I56T, M59G, R62K, 
R62T, I63M, I63L, I63V, R65K, R65T, R67K. R67T, F69W, L73K, L73T, 
N75K, N75T, Q78K, Q78T, V79T, V79K, R81K, and R81T; and 
further provided that the polypeptide is a nutritional supplement and has at least 
30% sequence i dent i ty to tho polypeptid e of Sog. ID No. 2, wheroin tho pe rcent 
identity i s determined by Qla st 2.0 using default parameters . 

20. (Cancelled) 

21 . (Currently Amended) [A] An isolated polypeptide comprising Seq. ID No. 2 
that has been modified to contain two or more substitutions modifications, said two 
or more modif i cations co rre sponding to positions in Sog. I D No, 2 selected from the 
group consisting of: 

H18A, H18M, N19K, L20M, T22C, E23T, E23C, S31T, E34K, V38M, L40M, 
Q41K, Q47K, I49M, I56K, M59G, R62K, I63M, R65K, R67K, F69W, L73K, 
N75K, Q78K, V79T, R81K, R81C, and V82C; and 
further provided that the polypeptide is a nutritional supplement and has at le ast 
30% sequ e nce i dentity to the polypeptid e of Sog. ID No. 2, wh e r ei n th e perce n t 
identity i s d e termined by R l n st 2 . 0 us i ng default paramete rs. 

22-27. (Cancelled) 
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28. (Currently Amended) [A] An isolated polypeptide comprising Seq. ID No. 2 
modified to contain three or more substitutions m odificatio ns, said three or more 
substitutions modifications comprising non-native essential amino acids replacing 
native amino acids at positions corresponding to Soq. I D Mo. 2 - a n d selected from 
the group consisting of positionc 

1 , 8, 1 1 , 1 7, 1 8, 1 9. 20, 22, 23, 31 , 32, 34, 38, 40, 41 , 45, 47, 49, 56, 58, 59, 
60, 61, 62, 63, 64, 65, 67, 69, 73, 74, 75, 76, 77, 78, 79, 81 and 82; and 
excluding V and W at position 56; K, V and W at position 58; W, V and K at 
position 59; T, I and K at position 60; V and W at position 61 and V and F at 
position 62; and 

further provided that the polypeptide is a nutritional supplement and hoc at loaot 
3 0% s e quonco identity to tho polypoptido o f Soq. I D No. 2, whoro i n tho perce nt 
i dentity i s dotorminod by B l ast 2.0 using default poramotoro . 

29. (Currently Amended) An isolated polypeptide comprising Seq. ID No. 6, 8, 10, 
12, 14, 16, 18, 20 or conservative substitutions a nnnRnrvnt iv ^ i y substituted 
po l ypeptid e-thereof, wherein said isolated polypeptide or conservative substitutions 
cons e rvative l y subst i tuted po l ypopt i do thereof have has at least 30% sequence 
identity to the polypeptide of Seq. ID No. 2, wherein the percent identity is 
determined by Blast 2.0 using default parameters. 

30. (Cancelled) 

31 . (Currently Amended) An isolated polypeptide providing an increased level of 
essential amino acids wit h respect to SEQ ID NO:2. with more than 79% sequence 
identity to the polypeptide of Seq. ID No. 20, and comprising greater than fifty amino 
acids in length and m odified in order to have a composition selected from the 
following: at least 5-15 m ole % methionine, at least 6-25 mole % threonine and at 
least 4-9 mole % trypto phan, or a combination thereof - wherein the percent 
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sequence identity is determined by GAP analysis using Gap Weight of 12 and 
Length Weight of 4. 

32-53. (Cancelled) 

54. (Previously Presented) The polypeptide of claim 9, wherein the polypeptide is 
modified in order to have a composition of at least 5-15 mole % methionine. 

55. (Previously Presented) The polypeptide of claim 9, wherein the polypeptide is 
modified in order to have a composition of at least 6-25 mole % threonine. 

56. (Currently Amended) The polypeptide of claim 10 wherein the non-native 
essential amino acid residues comprise lysine and the positions correspond to the 
positions in Seq. ID No. 2 selected from 1, 8, 1 1, 17, 19, 34. 41, 56, 59, 62, 65, 67. 




57. (Currently Amended) Food or feed comprising the polypeptide of claim 30 9. 

58. (Original) Food or feed comprising the polypeptide of claim 31 . 
59-60. (Cancelled) 

61. (Previously Presented) An isolated polypeptide comprising Seq. ID Nos. 6, 8, 
10, 12, 14, 16, 18or20. 

62-75 (Cancelled) 

76. (Previously Presented) [A] An isolated polypeptide comprising Seq. ID No. 4, 
*t>at whoro i n Gaid po l ypept i de has been modified to contain at least eleven non- 




5 



PAGE 6/8 * RCVD AT 12/12^003 2:56:41 PM [Eastern Standard Time] * SVR:USPTO£FXRF-2/0 1 DNIS:7465205 * CSID:515 334 6883 * DURATION (mm-ss):02-30 



12/12/03 FRI 14:58 FAX 515 334 6883 



PIONEER HI -BRED DSM 



(2007 



Serial No. 09/311,689 
Group Art Unit 1652 

native essential amino acids, and modified in order to have a composition selected 
from the following: at least 5-15 mole % methionine, at least 6-25 mole % threonine , 
and at least 4-9 mole % tryptophan, o r a combination thereof : and wherein said 
medtfied polypeptide has at least 30% sequence identity to the polypeptide of Seq. 
ID No. 4, the percent sequence identity determined by Blast 2.0 using default 
parameters. 

77-99. (Cancelled) 
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